JAGS script
The JAGS (Plummer, 2003) script that was used for the biometric analysis described in the paper can be found at the end of this document. As similar syntax is used, the script can be used also in the free software package WinBUGS (Lunn, Thomas, Best, & Spiegelhalter, 2000) with minor adaptations. As an interface from R to JAGS, the rjags package was used (Plummer, 2013) . The same script without the IRT part was used for the sum score analysis.
Homogeneity analysis: category point plots for all items
In order to interpret what the two dimensions represent, we plotted category points plots for the "yes", "no" and "?" answers. The category points plots for items with a high loading on the first dimension can be found in Figure 1 and Figure 2 and Figure 3 shows the category points plots for items with a high loading on the second dimension. Proportion of "yes"', '?" and "no" answers were added to all category points plots. 
Observed and expected number of responses
Observed number of responses for each response category as well as expected number of responses for each response category under the Generalized Partial Credit Model (GPCM) were plotted for ordered bins of total scores. As stated in the manuscript, item fit statistics showed the largest chi-square value for the "Liberalism" item. Figure 4 however shows that there is no systematic misfit for this item: the red lines (observed number of responses) largely overlap with the corresponding black lines (number of responses predicted by the fitted GPCM), as they do for all items. Figure 5 shows model fit based on twin data only. 
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